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Location: Expresion 02
Resistance: Kanamycin 25 pg/mL

General description for pET-30a-c vectors:

The pET-30a-c(+) vectors carry an N-terminal HiseTag®/thrombin/SeTag™/enterokinase
configuration plus an optional C-terminal HiseTag sequence. Unique sites are shown on
the circle map. Note that the sequence is numbered by the pBR322 convention, so the
T7 expression region is reversed on the circular map. The cloning/expression region of
the coding strand transcribed by T7 RNA polymerase is shown below. The f1 origin is
oriented so that infection with helper phage will produce virions containing single-
stranded DNA that corresponds to the coding strand. Therefore, single-stranded
sequencing should be performed using the T7 terminator primer.

The maps for pET-30b+ and pET-30c+ are the same as pET30a+ with the following
exceptions: pET-30b+ is a 5421 bp plasmid; subtract 1 bp from each site beyond BamHI
at 198. pET-30c+ is a 5423 bp plasmid; add 1 bp to each site beyond BamHI at 198.

Complete sequence: http://sil.biochem.uiowa.edu/vectors/pET/pET-30a_seq.html

Genotype of E coli strain BL21(DE3) pLysS : F— ompT hsdS(rB— mB-) gal dcm A(DE3)
pLysS (Camr )(A(DE3): lacl, lacUV5-T7 gene 1, ind1, sam7, nin5)

Landmarks and maps

PET-30a(+) sequence landmarks
T7 promoter 419-435
T7 transcription start 418

His=Tag coding sequence  327-344
S+Tag coding sequence 249-293
Multiple cloning sites

(Neol- Xhol) 158-217
His=Tag coding sequence  140-157
T7 terminator 26-T2
facl coding sequence 826-1905
pBR322 origin 3339

Kan coding sequence 404 8-4860

f1 origin 4956-5411
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pET-30a-c(+) cloning/expression region
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pET-30a(+) Restriction Sites TBO95 12/

Emzyme  #Sites Locati Enzyme £ Sites L Enzyme £ Sites Locations
Arcl 2 180 3047 Bsti10M 1 3048 Nspl 4 651 Bz 2914 33N
Acelll T 243 1671 2002 2186 2877 BstEl 1 1357 Nsp¥ 1 58
3228 5020 BstXl 3 ara 107 1230 piltost 1 2083
Acil 15 Bst¥l 9 132 188 241 740 1952 it 3 B0 738 4742
Afll 2 176 3277 2469 3978 3829 4928 Plal 9 433 7 812 sl 3mMm
Alul 22 Cacl 40 385 4T 5115 9143
Al 13 Cgl 24 Pshal 1 2021
A2l 7 159 190 676 1160 227N CgPl 18 Pspsil 1 83
3085 3585 Clal 2 453 4170 Psplalel 4 B3 6 2602 4955
Ahwddl 3 115 3091 3591 Cwill a5 Pwul 1 4473
Akl 1 3603 Cwikl n Puull 3 1776 1859 2868
Apal 1 1387 Ddel n Recal 3 514 3997 4am?
ApaBl 1 860 Dpnl 3 Rsal 4 73 1373 3083 434
Apal T 192 Zi0 451 4092 4776 Diralil 1 S1an Sacl 1 190
4882 4933 Drdi 3 2970 3385 5135 Sall 1 e
Howal 2 158 4351 Drdil 2 893 5185 Sapl 1 3161
Hoall 5 1728 2104 2192 2283 2562 Dsal 3 212 B13 2249 Saud6l "
BamH! 1 198 Eael 4 166 484 616 1850 Sau3Al 3
Banl 1m0 234 310 4% 519 633 Eagl 1 166 Serfl 2
1096 1815 1945 20 5217 Earl 3 794 3161 4292 Skall 23
Banll B 190 560 S5M 137 &1 Eal 3 953 3351 47 Skl 4 418 3542 3733 5399
5255 Ecod?il 3 581 2082 2531 Safl 1 4473
Bhsl 4 1322 1661 2035 2395 Eco57l 1 3825 SgrAl 1 435
Biwl 25 EcoM| 2 m 4391 Smal 1 4353
Beel 4 Eco01081 3 53 609 2283 Sphi 1 651
Beef3l b 2 1990 2160 3368 3666 Eoofll 1 192 Sspl 2 4404 4972
807 EcoRil g 899 1214 1754 1811 3303 Styl 2 51 212
Beefl b 605 1035 1863 3779 4798 M2 3T AT AT Tagl 1
5206 EcoRV 1 206 Tagll 6 084 1302 1995 3179 4933
Begl B 180 194 1468 1502 2002 Faul 17 5084
236 2854 2888 Faki g 1202 1281 2486 2658 R36 16 9 1885 2157 2327 2831 3362
il 1 180 2822 2863 AT 4723 4380 4445 4618 4709
Bfal ] 10 /S 29 2 A0S Fspd 1 2258 Thal 36
5331 Gdill 4 166 4B 616 1650 Teel 5
gl 1 2240 Hael i 27804 225 3292 3303 TspdSl 7 1357 2185 2M6 2929 30X
gl 1 21 785 456G 4626 53153
Bimgl 1 1385 Haell 14 Tsp50H 2
Bipenl 4 1014 1503 2137 2804 Haelll 4 Tth111l 1 ez
Bpul0 2 2B 445 Hgal n Tthi1mt 8 WS 108 2738 3887 @M
Bpun1o2t 1 80 Hgitll ? T EEES 3906 4315 4442
Bsanl ? 3028 5180 Hhial L) UbaJl 18
Bzabl 3 A4 458 M Hind! 4 2031075 4165 4707 Wspl 5 431 1881 1820 4678 4867
BsaHl 5 455 520 &M 1133 1816 Hincll 2 18 1662 Xbal 1 i
Bzall 10 5 212 613 619 1an Hindlil 1 17 Xeml 3 032 1548 1566
2245 M3T 4350 4351 4782 Hindl 18 Xhet 1 158
BsaWl 7 2 1435 1988 2466 3483 Hpal 1 1682 Xl 2 2835 4858
3530 4514 Hphi 16
Bsaxl 2 1835 5128 Kpnl 1 238 Enzymes that do not cut pET-30a{s):
Bahl 2 2983 5087 Maell 14 Aatil Aln Agel Asel Al
BscGl n Mazelil 16 Bael Bsal BeeRl Bephil BsrGl
Bagl 3 1027 1221 2437 Mball 13 Bsu3bl Dral Eam11051 Fsel Mszl
Bsil 1 3450 Miul 1 178 Muni Nhel Pacl Prel Pmll
BsiEl - 168 1961 3193 3617 #4719 Wmel 7 3492 3676 4121 4315 4877 Pstl Ri=Al Raril Sacll Seal
Bsll 26 4686 5157 SenAl Sl SnzBl Spel Sefl
Bsml 2 4363 4440 Mnll 25 Ssef38T  Sud Sunl Swal
BsmAl & B3 1278 1404 1781 2918 Msel 25
4485 Ml & 1228 1576 1546 2264 2459
BsmBl 3 1791 2918 4495 2850
BsmFl 4 837 2178 2548 5385 Mspl 29
Bsof| 43 MspAll 8 B4 283 1206 1776 1859
Bsp24l 10 466 458 7 148 1319 28688 2987 3679 3864
1351 3770 3802 3048 3880 It 39
BsplZ85l 12 Narl 4 493 520 634 1816
BspEl 2 2 2485 Mail 12
BspGl 1 2803 Mool 1 212
BspLUTTL 1 3217 Ndel 1 346
Barl 21 NooAlv 4 486 2004 2234 5281
BseBl 4 405 3210 4878 53M Nialli iz}
BaeDI 2 1223 1589 NV 23
BseFl T 485 455 B2 A4 223 Mot 1 166
4433 5281 Nrut 1 4136
BasHIl 1 1587 il 2 4328 4585




