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Location: Expresion 03
Resistance: Kanamycin 25 pg/mL

General description of pET-9 a-d(+) vectors:

The pET-9a-d(+) vectors carry an N-terminal T7¢Tag® sequence and BamH | cloning site.
These vectors are the precursors to many pET family vectors. Unique sites are shown on
the circle map (Figure 2).

Note that the sequence is numbered by the pBR322 convention, so the T7 expression
region is reversed on the circular map. The cloning/expression region (Figure 3) of the
coding strand transcribed by T7 RNA polymerase is shown below.

Complete sequence:
https://www.lablife.org/g?a=seqa&id=vdb g2.0hyD6bRjLOR51eky20TDMSpG5ZE-
sequence c8e79b75594bf9fe89b520f5f8f4e0aabf676a7d 10

Genotype of E coli strain BL21(DE3) pLysS : F— ompT hsdS(rB— mB-) gal dcm A(DE3)
pLysS (Camr )(A(DE3): lacl, lacUV5-T7 gene 1, ind1, sam7, nin5 )

Landmarks and maps

PET-9a sequence landmarks

TT promoter 615-631
T7 transcription start 614
TT7+Tag coding sequence 519-551
T7 terminator 404-450
pBR322 origin 2814

kan coding sequence 3523-4335

Figure 1: Landmarks
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Figure 2: Plasmid circle map
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T7 promoter primer $#2345-3
-

Bgi _ 17 promoter Xpal rbs

-'45-'4!':!'_Es-‘;!':EEEE5-'4-'4-"4!'!'-"4-'4!'-'455-'4:!'5-"4:!'-'4!'-'4555-"45-'.:E-'.E-'a-'.tss!'!'!'EEE!':!'-'45-'4-'4-'4!'-'.-"4!' I TTAACTTTAAGAAGGAGA
Nde | T7Tag PET B0 ganh Bpul102 |
TATACATATGRETAGCATEGAC TEGTGRACAGC ARATERETES TA A ARG AAR A A TEAGTTARCTECTRCCACCECTOAGCAATAACTAGCATAR
r :

HetilaferHatTheBlvBl vGlnGlnMatGl el

T7 terminator primer #50337-3

. pET-Bb GGRTCEGGATCCGRETRLTAACAAABCLCRAAAGRANGETEY !'5-"15:-'1-"4!:-'1-'!15!'-"455-"4!'-"1-"4
pEl-84 | GlyArgtspFroflat latsalysdlafrglysGludlakl labluGlnEnd
TACCATGGLTAGE pET-8¢ . d CAAAGCCCGAAAGGAAGCTEBAGTTGEET GAGCAATAACTAGLATAM
Hetdlaber ThrlysFroGludrglysleuser Trol LauderdsnisnEnd

TT terminator

TT TFT TFETT T
COCCTTGRERCCTCTARACGRGTOT TEAGEGGT

pET-9a-d cloning/expression region

Figure 3: Cloning Region




pET-9a

Centro

Andaluz
de Biologia
del Desarrollo

pET-9a Restriction Sites TBO40

Enzyme # Sites Locations Enzyme  # Sites Locations _Enzyme  # Sites Locations
Accl 2 97 522 Clal 2 24 3645 Risal 3 165 2558 3789
Acelll 4 974 Za1 M02 204 Cvill 16 Sall 1 928
Acil &1 CviRl 19 Sapl 1 2636
il 1 2752 Del 9 458 479 1856 2020 2580 Saus6l n
Alul 16 3027 3436 3971 4335 Sau3Al 13
Alwl n Dpal 19 Sorfl 18
A1l B 8D BBB 1455 1746 2570 Drdl 2 2445 2660 SfaNI 25
070 Dzl 2 Bls 1T Sel 4 138 614 3017 3208
Alwddl 2 2566 3086 Eael 5 295 676 BOE 1216 1721 sgfl 1 3854
AlaNI 1 3168 Eagl 1 1216 Sqral 1 68T
ApaBl 1 1329 Earl 2 2636 3767 Smal 1 3578
Apal 3 31567 3751 4338 Ecil 3 1672 2826 2972 Sphi 1 843
Aal 3 1702 3552 3826 Ecod?il 4 234 TI3 1054 2006 Sspl 1 3878
Awall B W% 1184 1413 176 1758 EcosTl 1 3300 Styl 2 435 1646
037 Ecoll 2 903  3B66 Tagl 12
BamHI 1 510 Eco01091 4 431 BOT 1716 1758 Taqll 3 947 2654 4208
Banl B 18 19 6% 711 8% EcoRl 1 4339 Thl 10 11289 1263 1581 1802
1043 1482 1566 EcoRll d 129 1335 118 2778 2889 Z7E1 3BBb 3921 4083
Banil 3 152 Te6 3609 2012 3642 4199 Thal 25
Bhsl 2 1007 1870 EcoRY 2 187 378 Tsel il
Bbwl 21 Faul 1 Tspdal B 124 N2 1N57 1424
Becl 9 137 B30 1A7T 1356 1663 Foki 1 2404 2433 41
1675 3728 3TN 4212 Fspl 3 262 1635 1733 Tsps081 12
Beef3l B I %R 1132 2843 314 Gdill 4 295 6/6 BOB 1216 Thitn 1 2457
3382 Hael g 1197 1269 1326 1723 276V Tthim 7 3 3342 3349 33
Boefl 4 BET 1444 3254 4273 2778 3230 4041 3317 4338
Begl B 06 540 814 1008 2329 Haell 1 Uball 13
2363 Haelll 21 Vspl 2 628 4153
Bfal B 23 448 544 583 1766 Hagal i} 676 915 1230 1262 1506 ¥bal 1 588
7 1636 2288 2445 2863 3 Xhol 1 3552
Ball 2 1212 1446 HgiEl 1 3338 Xmnl 1 2310
Bl 1 646 Hhal 3
Bpml 3 108 1863 2279 Hind| 5 16 33 418 3640 4182 Enzymes that do not cut pET-3a:
Bpulti 2 1858 38T Hincll 1 930 Aatll il Agel Apal Ascl
Bpul1021 1 458 Hindlll 2 29 4072 Aarll Bael Bell Bmgl BsaXxl
Bsal 1 613 Hinfl 15 EseRl BsrDl BarGl BssHII BstElNl
BsaAl 1 2504 Hphl 12 EstXl Bsu36l Dval Dralll Drdll
Bsabl 3 645 651 1949 Maell d 178 1234 1823 1847 ATV Eam1105l Fsel Fipal Kpnl Miul
BsaHl 4 L2 Nz 8% 1483 2503 3455 3544 Tdunl Ncol Mol NspV/ Pacl
Bsall 12 Maelll 15 Pmel Pmll Pstl RieAl Rerll
BsaWl B B0 970 1841 2958 3105 Mboll d 753 1007 1278 1870 2623 Sacl Sacll Seal SexAl Shi
4083 3414 3754 3BGS Snakl Spel Srfl S5seB3871 St
Bsbl 1 2468 Mmel d 222 309 2967 3151 3586 Sunl Swal Xeml
BscGl n 3790 4152 4161
Bsgl 1 192 Mnll pac
Bsil 1 2925 Mscl 1 1723
BsiEl B 289 933 1219 2668 3082 Mszel 13
3554 Msll 4 1308 1738 1934 2325
Bsll 24 Mspl 26
Bsml 3 1636 3838 3915 MsphAll 6 462 1418 2343 2462 3084
BsmAl 3 613 2383 3870 3338
BsmEl 2 2383 3’10 Nohwod 38
BsmF| 4 BX 1150 1375 2023 Narl 4 691 712 E26 1483
BsaFl 40 Ncil 0 1M 812 1536 1762 AXE0
Bsp2al B 513 545 BBE B0 3245 2396 2431 3132 3827 3628
IETT ME3 M5 Neel 1 550
Bspl2Bel 8 280 752 Teb @68 1455 NgoAlV 4 678 1046 1206 1560
1746 2570 3070 3609 Nhel 2 223 543
BspEl 2 | 10 Nialll 5
BspGl 3 133 1413 278 NialV 20
BspLUT 1 2752 Nrul 2 1251 3N
BspMI 1 1331 Nsil 2 3804 4070
Barl 16 Nepl 4 B43 2097 2389 2756
BsrBl 1 2685 PiTI0B 1 1035
Bsrfl 7 160 678 BBT 146 1206 PAMI 3 1588 1647 4217
1560 3908 Plel 5 629 917 2646 3131 4186
Bst11071 1 2523 Pshal 1 993




