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Location: Expresion 05
Resistance: Kanamycin 25 pg/mL

General description of pET-9 a-d(+) vectors:

The pET-9a-d(+) vectors carry an N-terminal T7¢Tag® sequence and BamH | cloning site.
These vectors are the precursors to many pET family vectors. Unique sites are shown on
the circle map (Figure 2).

Note that the sequence is numbered by the pBR322 convention, so the T7 expression
region is reversed on the circular map. The cloning/expression region (Figure 3) of the
coding strand transcribed by T7 RNA polymerase is shown below.

The map for pET-9c is the same as pET-9a (shown in Figure 2) with the exception of pET-
9b is a 4339 bp plasmid with 2 bp subtracted from each site beyond BamHI at 510.

Complete sequence:
https://www.lablife.org/g?a=seqa&id=vdb g2.119 Zz8GxKdx.eoTrAb01xrRwS0-

sequence 20b0e5ale2231db55be0e53eda9ce901effle07a 10

Genotype of E coli strain BL21(DE3) pLysS : F— ompT hsdS(rB— mB-) gal dcm A(DE3)
pLysS (Camr )(A(DE3): lacl, lacUV5-T7 gene 1, ind1, sam7, nin5)

Landmarks and maps

pET-%a sequence landmarks

TT promoter 615631
TT transcription start 614
T7+Tag coding sequence 519-551
TT7 terminator 404-450
pBR322 origin 2814

kan coding sequence 3523-4335

Figure 1: Landmarks



pET-gc Centro

Andaluz
de Biologia
del Desarrollo

IEI:.OFE l{433m)
Pu l{3954) /—J?_
Sof l(3s54) - - Bpu1102 lj458)
Ssp lizare) BamH li510)
Sma lj2ezs) Mde li550)

Xha l(ss8)
_—Bsa lig13)

Bal ll(s48)

-3arA ligsT)
Xho l(3552)
Sph lig43)

Sal ljpza)
-Hinc llfgao)

I'E PshA ljgg3)

HgiE llzaz8)

Eco57 li3aoo
Sl ’;FﬂHDE {1035

pET-9a

AlwN liz188) 4 (4341bp)

/Eag l{1218)

ApaB I{1220)
BspM l[1331)

Bsi l{2925)

Afl lllg2752)
BsplLU11 liz752)
BsrB lizeas)
Sap l(za36)
Bst1107 li2523)
BsaA lizsn4)
Tth111 liz497)
Bsh ljz4a8)

Pwu [l{2343)

Xmn l{2310) ¢

Msc l{1723)

Bsg li1212)

Figure 2: Plasmid circle map
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TV promoter primer #29348-3
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T7 terminator primer #H8337-3
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pET-9a-d cloning/expression region

Figure 3: Cloning Region




pPET-9c¢

pET-9a Restriction Sites

Enz # Sites Locations

Accl 2 929 2522

Acelll 4 914 2261 2402 274

Acil 61

AR 1 2752

Alul 16

Abwl n

A2 B 280 BB 1455 1746 2510
3070

Abwdd] 2 2566 3066

AbwlI 1 3168

BpaBl 1 1329

Apal 3 3567 3751 4338

Poval 3 1702 3552 3826

Moall B wre 164 1413 M6 1758
2037

BamHI 1 510

Banl B 16 M9 680 M 825
043 1482 1566

Banil 3 152 786 3809

Bhsl 2 1007 1870

Bbwl 21

Beel ] 137 B30 1267 1356 1663
1675 3128 3T 412

BeeB3l B 3 82 1132 B4 34
3182

Beefl 4 BET 1444 3204 4273

Bogl B 506 M0 914 o0 2329
2363

Bfal B 230 448 B4 589 1766
347

Byl 2 1212 1446

Bgll 1 845

Bpml 3 108 1863 2279

BpulOi 2 1858 38N

Bpul1021 1 458

Bsal 1 613

Bsahl 1 2504

Bsabl 3 845 651 1249

BsaHl 4 691 712 B26 1483

Bzall 12

BsaWl B 380 970 1841 2958 3105
40B3

Bshl 1 2468

BscGl n

Bsgl 1 1912

Bsil 1 2925

Bsil B 288 933 1219 2668 3092
3954

Bsll 24

Bsml 3 1636 3838 3915

Bsmal 3 613 2383 3870

B=mE| 2 2383 3870

BsmFI 4 B2 150 1375 2023

BaFl 40

Bsp2dl B 513 545 G658 690 3245
3277 M23 M5

BsplZBel 9 280 ez Tee 86d 1455
1746 2570 3070 3609

BspEl 2 380 1841

BspGl 3 133 1413 2278

BspLUT 1 2752

BspMI 1 1331

Barl 16

BBl 1 2685

BerFl 1 160 B7E  GET 1046 1206
1560 3908

Bst1107 1 2523

Enzyme £ Sites Locations

Chl
Cwidl
CwiRl
DOdel

DOpal
Ordl
Dsal
Ezel
Eagl
Earl

Ecil
Ecod 7
EcosTl
Ecodl
Eco01091
EcoRl
EcoRll

EcoRV
Faul
Fokl
Fspl
Gdin
Hael

Haell
Haelll
Haal

HiENl
Hhal
Hind|
Hncll
Hindlil
Hinfl
Hphl
Maell

Maelll
Mball

Mme|

Ml
Mscl
Msel
Msll
Mspl
MspAll

Nhwod
Narl
Ncil

Ndel
NgoAlv
Nhel
Nl
Nialv
Nrul
Nsil
Nspl
PfiT1081
PMI
Flel

Pshal

2
16
19
9

|Lt]

R R
o

24

458
3027

2445

295
1216
2636
1672
234

903
431
4338
129
2012
187

262
295
1187
2778

676
1636
3338

930
29

1178
2503

753
3414
222
3730

1723

462
3339

691
m
2386
530
678
229

12351

643
1035
1598
629
993
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# Sites _Locations

165
928
2636

47
nz
a3

124
2404

2497
prak]
m/n

629
588
3552
2310

2558
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1646

2654
1283

1z
2499

4338
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Enzymes that do not cut pET-9a:

_Enzyme
3645 Rsal 3
Sall 1
Sapl 1
479 1858 2020 2580 Saud6! 1
336 3971 433 Saudal 19
Sorfl 18
2860 StaNi 5
1724 Sfel 4
676 BOB 1216 1721 Safl 1
Sgral 1
3767 Smal 1
2826 2972 Sphi 1
773 1054 2006 Sspl 1
Styl 2
3866 Tagl 12
B01 1716 1758 Tagll 3
Thi 10
1335 1718 2778 2899
3642 4199 Thal 25
378 Tsel 21
Tsp4sl ]
1835 1733 Tsps09l 12
676 BB 1216 Thie 1
1268 1326 1723 2767 Tthin 7
3230 4041
Uball 19
Vspl 2
915 1230 1262 1506 Xbal 1
2288 2445 2863 34 Xhol 1
Xmnl 1
334 418 3640 4182
Aatll Al
4072 Bl Bael
BseRl BsrDl
BstXl Bsu3al
1234 1823 1847 2077 Eam110al Fsel
3455 3544 Rdunl hcol
Pmel Prill
1007 1278 1870 2623 Sacl Sacll
3754 3865 Snadl Spel
309 2967 3151 3586 Sunl Swal
4152 4181
1738 1934 235
1418 2343 2462 3094
712 826 1483
B12 1536 1762 2080
2431 3132 3827 38R
1046 1206 1560
543
3|N
4070
2007 2383 2756
1647 4217
917 2846 3131 4186

Agel
Bl
BsrGl
Dral
Hpal
Mol
Pstl
Scal
Sifl
Xermil

3789

0

4208
1581
382

1157
4101

3349

Apal
Bmgl
BssHII
Dralll
Kpnl
NspV/
RieAl
Sexfl
SseB3871

TBO40

3208

a0z
4083

1424

33

Ascl
Bsakl
BstEll
DOrdll
Miul

Rl
sfil
Stul



