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Location: Expresion 04
Resistance: Kanamycin 25 pg/mL

General description of pET-9 a-d(+) vectors:

The pET-9a-d(+) vectors carry an N-terminal T7¢Tag® sequence and BamH | cloning site.
These vectors are the precursors to many pET family vectors. Unique sites are shown on
the circle map (Figure 2).

Note that the sequence is numbered by the pBR322 convention, so the T7 expression
region is reversed on the circular map. The cloning/expression region (Figure 3) of the
coding strand transcribed by T7 RNA polymerase is shown below.

The map for pET-9b is the same as pET-9a (shown in Figure 2) with the exception of pET-
9b is a 4340 bp plasmid with 1 bp subtracted from each site beyond BamHI at 510.

Complete sequence:
https://www.lablife.org/g?a=seqa&id=vdb g2.119 Zz8GxKdx.eoTrAb01xrRwS0-

sequence 20b0e5ale2231db55be0e53eda9ce901effle07a 10

Genotype of E coli strain BL21(DE3) pLysS : F— ompT hsdS(rB— mB-) gal dcm A(DE3)
pLysS (Camr )(A(DE3): lacl, lacUV5-T7 gene 1, ind1, sam7, nin5)

Landmarks and maps

pET-%a sequence landmarks

TT promoter 615-631
TT transcription start 614
T7+Tag coding sequence 519-551
TT7 terminator 404-450
pBR322 origin 2814

kan coding sequence 3523-4335

Figure 1: Landmarks
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Figure 2: Plasmid circle map
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pET-9a-d cloning/expression region
Figure 3: Cloning Region
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pET-9a Restriction Sites TB040

Enzyme  # Sites Locations Enzyme & Sites Locations Enzyme  # Sites Locations
Accl 2 929 222 Clal 2z 24 3645 Rsal 3 165 2558 3789
Acelll 4 974 2261 M0z 2T Cwll 16 Sall 1 928
Acil B1 CwiRl 19 Sapl 1 2636
ARl 1 2752 Ddel g 453 479 1BS5B 2020 2580 Sausel n
Al 16 3027 3436 3971 4335 Saulal 18
Abwl n DOpal 19 Serfl 18
Abw211 B 280 BBE  145% 116 2500 Drdi 2z 2445 2860 sfami 25
3070 D=al 2 Bls 174 Shel 4 13 64 3017 3208
Abwddl 2 2566 3066 Eael 5 295 6/6  BOB 1276 1721 Safl 1 3854
AbwhI 1 3168 Eagl 1 1216 Sqral 1 i1
ApaBl 1 1329 Earl 2 2636 3767 Smal 1 3878
Apal 3 36T 3751 4338 Ecil 3 1672 2826 2972 Sphi 1 B43
Moval 3 1702 3552 382 Eccd?il 4 23 TI3 1054 2006 Sspl 1 3879
Aoall B nfe  1e4 1413 176 1758 EcosTl 1 3300 Styl 2 435 1646
2037 EcoMl 2z o903 3866 Tagl 12
BamHI 1 510 EcoOllml 4 431 BO1 176 1758 Tagll 3 947 2654 4208
Banil B 16 M9 680 M 825 EcoRl 1 4339 il 10 128 1283 1581 1802
043 1482 1566 EcoRll g 129 1335 M8 2778 2889 2727 3BS 3921 4093
Banll 3 152 786 3608 2912 3842 4199 Thal 25
Bhsl 2 007 1870 EcoRV 2 187 3 Tsel 21
Blwl i Faul n Tspdal B 124 212 N57 424
Beel ] 137 B30 1267 1356 1663 Fokl n 2404 2453 410
1675 37ZB 3TN 4212 Fspl 3 262 1635 1733 Tsps09l 12
BoeB3 B 3 82 1132 2843 N Gdill 4 295 676 BOBE 1216 Tthi1 1 2497
3382 Hael ] 197 1268 1326 1723 2767 Tthite 7 2213 332 3349 33
Bozfi 4 BET 1444 3204 4273 2118 3230 404 3T 433
Bogl B 506 M0 94 008 2329 Haell n Uball 19
2363 Haelll 21 Vspl 2 628 4153
Bfal B 230 M8 544 589 1766 Hagal 1[] 676 915 1230 1262 1506 Xbal 1 SBR
3247 1656 2288 2445 2863 344 Jhol 1 3552
Ball 2 1212 1448 HgiEN 1 333 Xmnl 1 2310
Byl 1 56 Hhal 3
Bpml 3 108 1863 2279 Hind| 5 16 334 1418 364D 4182 Enzymes that do not cut pET-9a:
Bpulli 2 1858 38N Hincll 1 930 Aatll Al Agel Apal Ascl
Bpu11021 1 458 Hindlll 2 29 4072 Arll Bael Bl Bmgl Bsakl
Bsal 1 613 Hinfl 15 BseRl BsrDl BarGl BssHIl BstEll
Bsahl 1 2504 Hphl 12 BstX] Bsu36l Dral Dralll Drdll
BsaBl 3 85 651 1945 Mazll g 178 1234 1823 1847 2007 Eam1105]  Fsel Fipal Kpal Miul
BsaHl 4 691 712 B2 1483 2603 3455 3544 Munl Neal ] NspV/ Pacl
Ball 12 Mazlll 15 Pmel Pmill Pstl Rilel Rerll
BsaWl B 380 970 1841 2958 3105 Mball g 753 1007 1278 1870 2623 Sacl Sacll Scal SexAl Shi
4063 3414 3754 3BES Snail Spel sl SeeB3871 Sl
Bshl 1 2468 Mmel g 222 308 2967 3151 3586 Sunl Swal Xeml
BscGl n 3730 4152 4161
Bsgl 1 92 Ml il
Bsil 1 2925 Mscl 1 73
BsiEl B 288 933 1219 2668 3092 Mszl 13
3954 Ml 4 1308 1739 1934 2335
Bsll 24 Mspl 26
Bsml 3 1636 3BIE WIS MspAll & 462 418 2343 2462 3094
Bsmdal 3 613 2383 170 3339
BsmEl 2 2383 3870 Mwol 34
BsmFI 4 B8 150 137F 2023 Narl 4 691 T2 B26 1483
BsafFl 40 Ncil 1l m B12 1536 1762 2080
Bsp24l B 513 545 658 690 3245 2396 2431 3132 3827 3428
3277 ME3 s Ndel 1 550
Bspl2Bel 9 280 752 Te6 8ed 1455 NgoAlV 4 678 1046 1206 1560
1746 2570 3070 3609 Nhel 2 229 b3
BspEl 2 380 1841 Nialll 25
BspGl 3 133 1413 2278 NEalv 20
BspLLI1l 1 2752 Nrul 2z 1251 3N
BsphI 1 133 Nsil 2 a4 4070
Barl 16 Napl 4 B43 2097 23B89 2756
B=rBl 1 2685 Pfiioel 1 1035
BseFl 1 B0 678 GBT 146 1206 P 3 1598 1647 4217
1560 3908 Plel 5 629 917 2646 3131 4186
Bst11071 1 2523 Fshal 1 993




